Figure S2

ARHI-CG1 HpBO07
MALDI-TOF MS Pyrosequencing

0.9

0.8

0.7

0.6

0.5 - - *r%

0.4 ‘/‘\’
03 ¢

0.2 [ — e —

0.1
R &y‘ ® ® @,\ﬁb @,\50 \9,}0 &;\, &» &y @,f’o .

%.
®'\r P1 P2

ZDBF2 HpB05

MALDI-TOF MS Pyrosequencing
1
1
0.9 0.9
0.8 0.8
0.7 0.7
0.6 0.6

0.4

0.4

o2 /. 0.3
.\

0.1 \

0.1

M2.3 M4 P1 P2



ZDBF2 HpB09

MALDI-TOF MS Pyrosequencing
1 1
0.9 0.9
0.8 0.8
0.7 0.7
0.6 0.6
0.5 = 0.5 e
0.4 = — 0.4 T~
03 -— —= 03 B
0.2 0.2 O \
0.1 0.1 —
0 0 T T 1
M2.3 M4 P1 P2 P3
NAP1L5 HpB05
MALDI-TOF MS Pyrosequencing

1

A
0.8 ﬂw& 0.8 “.\.
o QY o ——

0.6

: 0.6
0.5
o4 0.5 —

03 0.4
0.2 0.3
O'é 0.2
Y ox O AN D> O 0D 9N O D L 0.1
&&*&&&&&&&ﬂﬁy& 0 | . .
v P1 P2 P3 P4

&



PEG10 HpB11

MALDI-TOF MS Pyrosequencing
1 1
0.9 0.9
0.8 0.8
0.7 0.7
0.6 0.6
0.5 —h 0.5 x >
0.4 W‘ﬁ 0.4
0.3 0.3
0.2 0.2
0.1 0.1
, L= e — . .\I— —
M1 M2 M3 M4 M7 M11 P1 P2 P3 P4 P5
INPP5FV2 HpBO01
MALDI-TOF MS Pyrosequencing

A 1 Va
0.9 0.9

0.8 0.8 C—
0.7 ~‘< \ \l/ 0.7

0.6 W 0.6 W
0.5 0.5
0.4 0.4
0.3 0.3
0.2 0.2
0.1 0.1
0 0

M5.6 M7 M11 M12 M13 M17 M24 M25.26 M27.28 P1 P2 P3 P4

P5



0.9
0.8
0.7
0.6
0.5
0.4
03
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

INPP5SFV2 HpB02

—

/J\Y/".\-_

M5.6

M7

M11

M12

M13

M17

MALDI-TOF MS

M24 M25.26M27.28

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

INPP5FV2 HpB04

M"'

S

M5.6

M7

M11

M12

M13

M17

M24 M25.26 M27.28

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing
B
-— N
P1 P2 P3 P4 P5
Pyrosequencing
i /.
—_—

x>/\f:’/.

P1

P2

P3

P4

P5



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

.r/\'\.,./-\-—-—-

Pl

%

1
0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0

INPP5FV2 HpBO0S

Pyrosequencing

-———I/AvL

M5.6 M7 M1l M12 M13 M17 M24 M25.26M27.28 P1 P2 P3 P4 P5

INPP5FV2 HpBO7

MALDI-TOF MS Pyrosequencing

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

M24 M25.26 M27.28

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

P1 P2 P3 P4 PS5



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

F & &

INPP5SFV2 HpB09

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

INPP5FV2 HpB11

MALDI-TOF MS Pyrosequencing

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.; - = —a— /.

HM




1
0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0

0.9
0.8
0.7
0.6
0.5
0.4
03
0.2
0.1

H19 promoter HpB05

MALDI-TOF MS

W - A e

Pyrosequencing

\ ) / 07 o
/ 0.6
% 0.5 -—M
M / 0.4
Y 0.3
0.2
0.1
PEEF P IFEE TGP EEEE 0 , , ,
¢ P1 P2 P3 P4
H19-DMR HpB04
MALDI-TOF MS Pyrosequencing
A
NA
(see Supplementary Fig.3)
V@;&)@’.\?) K\ @Qr @\?,')?‘ . §,’>’ @"cfb @'\9 @"9 @m\/’}’»



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

H19-DMR HpBO05

MALDI-TOF MS

Pyrosequencing

NA
(see Supplementary Fig.3)

IGF2DMRO HpB06

/ ; A\ : é
¥
AT SRR SRR IR
& & @é)(\, &
MALDI-TOF MS
!'Sé:
,,/
.
.,7
M1.2 M3

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

=

P1 P2 P3



MALDI-TOF MS

0.9

0.8

0.7

0.6

!

0.5

0.4

0.3

0.2

0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

IGF2DMRO HpB09

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

IGF2DMRO HpB10

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

e —

P1 P2 P3

Pyrosequencing

P1 P2 P3



IGF2DMR2 HpB05
MALDI-TOF MS Pyrosequencing

1
0.9

0 A /\, 0.8

0.8

0.7 0.7
0.6 0.6 -
0.5

v 0.5 \ /

Ha Ssaass IR\

0.2
0.2
0.1
0 0.1
O IR I I T T T S S S 0 : : . .
S I AT AR BN -
&S $\@\‘”§0' N Q&Q' @V\(&' S P1 P2 P3 P4 pS

IGF2DMR2 HpB09
MALDI-TOF MS Pyrosequencing

ol N—

0’7 0.7
» \/

0.5 0.5
0.4 0.4 \

0.3

0.2 AV4 gj \ AN A

0.1 01

L O @ O DO DD O D ' '
AR R M P PR SN NS N IR P1 P2 P3 P4 PS5
RN R\



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

KvDMR1 HpBO0S

0.9
0.8
0.7
0.6 -

0.5 -

0.4
0.3

Pyrosequencing

02 - —— g

0.1

P1 P2 P3 P4 P5 P6 P7

KvDMR1 HpBO07

@g,’?‘(? @b é\ @Q)g O’Q '@,'\,b‘ @"(? @'\b ';\';b @’19 @'1"\’ @'ﬂ/
7 N
X\
MALDI-TOF MS
E 7 8 @2 PP F P E @@
®\9~ ) N\

0.9
0.8
0.7
0.6
0.5

0.4 -

0.3
0.2
0.1

Pyrosequencing

W

P1 P2 P3 P4 PS5 P6 P7



KvDMR1 HpB08

MALDI-TOF MS Pyrosequencing
1 1
0.9 0.9
0.8 08
07 07
0.4 0.5
0.3 0.4
0.2 A 0.3
0.1
%”"& N @q’g «,«/0 @“ & & <\§° & @& @ 0 - - - - - -
& ) ) P1 P2 P3 P4 PS P6 p7
WT1AS HpB02
MALDI-TOF MS Pyrosequencing
! 1
0.9 0.9
0.8 0.8
0.7 0.7
0.6 0.6

0.5
— 05
0.4

\ 0.4 —

0.3 —

02 @ : 22 \

0.1 ’ é
——

——
0.1

M1 M4.5 M7 M9 M10.11 0 ' ' '
P1 P2 P3 P4



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

RB1 HpB01
MALDI-TOF MS

Wﬁ\A,-—T-—’*

R s et

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2

Pyrosequencing

e
IM

0.1
F LI EEE &P 0

P1IP2IP3IP4IP5IP6IP7IP8
RB1 HpBO05

MALDI-TOF MS Pyrosequencing

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

FTIFPFPFIIFEEEE P

0.9 -

0.8
0.7
0.6

0.5 -

0.4
0.3
0.2
0.1




0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

RB1 HpB10

MALDI-TOF MS

RB1 HpB11

MALDI-TOF MS

“V‘."I\/Aﬁi

————— Ak

A Ay 2 x—

>
@’1’

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

\\I/._—.—.?.\./A_

[EaN

P1 P2 P3 P4 PS5 P6 P7 P8

Pyrosequencing

\/'V'ﬁ’é

i N ——

P1 P2 P3 P4 PS5 P6 P7 P8



RB1 BWS109

MALDI-TOF MS Pyrosequencing
1 1
0.9
A J—u 0.9
83 =g \.\-/F.\\l—l’ 08 N\
06 /M )_‘\07; 0.7 - \___A— - A
05 Wﬁ{ 0.6 —ﬁ %—
0.4 05 -
0.3 0.4
0.2 0.3
0-; 0.2
0.1
LI EEE P R
N A\ P1 P2 P3 P4 PS5 P6 P7 P8

IG-DMR-CG4 HpB06
MALDI-TOF MS Pyrosequencing

0.9 A~ !

0.8 \E: g:z b\ /\\

06 N
0.5 g'i N/ \\ Y
0.4 ' \/ N\

0.4
03 \
03

0.2
0.2

0.1
0.1

0
0

M2 M5.6.7 MS. ' ' ' '
>-6 8.9 P1 P2 P3 P4 P5



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

IG-DMR-CG4 HpB11

—

—

\

M2

M5.6.7

MALDI-TOF MS

MEG3CG7 HpB11

M8.9

0.9 -

0.8

0.7 -

0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

-~ N

~
Ty

P1 P2 P3 P4 PS5

Pyrosequencing

N

P1 P2 P3 P4 P5 P6 P7



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MCTS2 HpB03
MALDI-TOF MS Pyrosequencing

0.9

0.8

0.7

0.2
0.1
NI IR I G AR R R A e e a—
N P1 P2 P3 P4 P5 P6
NESP55 HpB09
MALDI-TOF MS Pyrosequencing
1 1
0.9 0.9
0.8 0.8
0.7 0.7

0.6

0.6
04 M 0.5 ~

0.1 0.2
0 0.1
> o Q Q) NO 9% ™ o) '

> : T T T T T T
N v %
A\
& o P1 P2 P3 P4 PS5 P6 P7



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

GNASXL HpB01

S ———

V

0.3

‘\/W 0.2

0.1

M2 M4.5 M6.7 M8 M10.11 M12 M13 0

GNASXL HpB04
MALDI-TOF MS

1
0.9
0.8
0.7
0.6
- -_¢.———!. 0.5
\ /._ 0.4
‘W‘ 03
W\/‘ 0.2
0.1
M2 M4.5 M6.7 M8 M10.11  M12 M13 0

Pyrosequencing

0.9

0.8

0.7

0.6

0.5
0.4 -

P1

P2 P3 P4 P5 P6 P7

Pyrosequencing

P1 P2 P3 P4 P5 P6 P7



MALDI-TOF MS

GNASXL HpB06

0.9

0.8

0.7

0.6

0.5

0:4 _._.=I=._/.—.\_._

0.3

0.2

0.1

—— . e —, %

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

M2

M4.5

M6.7

M8

M10.11

MALDI-TOF MS

M12

M13

Pyrosequencing

0.9

0.8

0.7

0.6

0.5
0.4 -
0.3 -

W

v++1

0.2

0.1

P1 P2 P3 P4 PS5 P6

GNASXL BWS109

A.A‘,&-,_.,

‘/‘_—\0-4‘_*_*

‘W""‘*\‘/

M2

M4.5

M6.7

M8

M10.11

M12

M13

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

Pyrosequencing

P1 P2 P3 P4 P5 P6 P7

P7



0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

MALDI-TOF MS

GNAS1A HpB09

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

0

Pyrosequencing

e

" N—

P1

P2

P3

P4

P5

P6

P7

P8



